A method has been developed to clone Escherichia coli genes for which no appropriate selection is available. The procedure involves the insertion of a transposon harboring an antibiotic resistance marker close to the gene that has to be cloned. Then antibiotic-resistant clones are selected, which might contain this gene.
The transposon can be introduced directly into the chromosome or into a multicopy plasmid containing genes which, in the chromosome, are adjacent to the gene concerned. In the latter case, described in this paper, this plasmid subsequently has to be integrated into the chromosome by homologous recombination to get the transposon close to the gene to be cloned. The advantage of using such a plasmid is that the transposon can be introduced near the wanted gene if no selection for insertion into a nearby gene is available. Moreover, because the adjacent genes are present both in the chromosome and on the plasmid, integration of the transposon into an essential gene may also occur.
The method was applied to the cloning of uurA, a gene involved in excision repair of DNA (8, 13, 14) , and adjacent genes. To obtain a transposon insertion close to the uurA gene, we used plasmid pLC44-14 (from the Clarke-Carbon collection [4] ), harboring a fragment of the E. coli chromosome with genes situated close to the uvrA gene (1, 10) , and transposon Tnl located on RP4 (6) the presence of other genes on pJAO1. The size of the uvrA plasmid suggested that besides uvrA, several adjacent genes might be present. From complementation studies, which will be presented elsewhere, we have concluded that pJAO1 harbors the genetic information of at least four genes, i.e., uvrA, lexA, ubiA, and lexC.
In the course of this work, cloning of the uvrA gene was reported by Sancar and Rupp (12) , who inserted a 9.4-kilobase fragment of the E. coli chromosome into vector pBR322. They showed that the recombinant plasmid, designated pDR2000, harbors, besides the uvrA gene, the lexC gene, whereas the lexA gene appeared to be absent.
The cloning method described in this paper will also allow cloning of mutant genes. By cloning uvrA alleles we will be able to compare which were cloned into several plasmid vectors. These were transformed to the RecA (to prevent recombination events between the plasmid and chromosome) UvrA (to test for complementation) strain CS4281 (our laboratory). Selection was made for Apr colonies. Using the restriction endonuclease SalI and vector pACYC184 (3), 1 out of 50 Apr clones appeared to contain the uvrA gene (Fig. 2) . Digestion of the recombinant plasmid, designated pJA01, with SalI revealed that the plasmid was the result of insertion of two SalI fragments into the SalI site of pACYC184. No complementation of uvrB or uvrC mutations by plasmid pJA01 was found. A physical map of plasmid pJAO1 is presented in Fig. 3 . The recombinant plasmid consisted of two SalI fragments, with lengths of 24.9 and 12.8 kilobases, ligated into vector pACYC184. The two Sall fragments are contiguous in the chromosome (unpublished data).
In a RecA UvrA background, complementation of the uvrA mutation by plasmid pJAO1 was found up to the level of UV resistance of a RecA mutant (Fig. 2) . However, due to the recA mutation of this strain, the complementation could be investigated only at low UV doses. 
